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Homologs in B. alcalophilus 
TatA 

MGGLSVGSVVLIALVALLIFGPKKLPELGKAAGSTLREFKNATK 
GLADDDDDTKSTNVQKEKA 

TatC 

MTMMTPNQQTSKKKKRKGRKGRVPMQDMSIMDHAEELRRRIF 
VVLAFFIVALIGGFFLAVPVITFLQNSPQAADMPFNAFRLTDPLRV 
YMNFA VITAL VLIIPVILYQLWAFVSPGLKENEQKATLAYIPIAFL 
LFLAGIAFSYFILLPFVISFMGQMADRLEINEMYGINEYFSFLFQL 
TIPFGLLFQLPVWMFLTRLGWTPTFLRKIRKYAYFALLVIAGn 
TPPELTSHLFVTVPMLILYEISITISAITYRKYHGTTDHNGQESAK 
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